
Biological Conservation 144 (2011) 2328–2334
Contents lists available at ScienceDirect

Biological Conservation

journal homepage: www.elsevier .com/locate /b iocon
Usefulness of volunteer data to measure the large scale decline of ‘‘common’’
toad populations

Anna Bonardi a,⇑, Raoul Manenti b, Andrea Corbetta c, Vincenzo Ferri d, David Fiacchini e, Giovanni Giovine c,
Silvia Macchi f, Enrico Romanazzi g, Christiana Soccini d, Luciana Bottoni a, Emilio Padoa-Schioppa a,
Gentile Francesco Ficetola a

a Dipartimento di Scienze dell’Ambiente e del Territorio, Università degli Studi di Milano-Bicocca, Piazza della Scienza 1, 20126 Milano, Italy
b Dipartimento di Biologia, Università degli Studi di Milano, Via Celoria 26, 20133 Milano, Italy
c Stazione Sperimentale regionale per lo studio e la conservazione degli anfibi Lago di Endine, Via Don Zinetti 1, 24060 Casazza, BG, Italy
d Centro Studi Arcadia, Via Valverde 4, 01016 Tarquinia, VT, Italy
e Via Frontillo 29, 62035 Pievebovigliana, MC, Italy
f Via Malnasca 1, 21100 Varese, Italy
g Via De Chirico 2/6, 31044 Montebelluna, TV, Italy
a r t i c l e i n f o

Article history:
Received 21 February 2011
Received in revised form 6 June 2011
Accepted 12 June 2011
Available online 2 July 2011

Keywords:
Bufo bufo
Amphibian decline
Sampling effort
Biodiversity monitoring
Meta-analysis
Italy
0006-3207/$ - see front matter � 2011 Elsevier Ltd. A
doi:10.1016/j.biocon.2011.06.011

⇑ Corresponding author.
E-mail address: anna.bonardi@unimib.it (A. Bonar
a b s t r a c t

Measuring a species decline is pivotal to evaluate their conservation status, but an accurate assessment of
demographic trends requires observations collected across broad spatial and temporal scales. Volunteers
can help to collect information over large scales, but their data may be affected by heterogeneity for sam-
pling efforts and protocols, which may influence detection probability. Ignoring this issue may conduct to
misleading conclusions. Here we show that data collected by different volunteer groups can be integrated
with measures of sampling efforts, to obtain information on large scale demographic trends. We collected
data on 33 common toad (Bufo bufo) populations across Italy for the period 1993–2010. We used two
approaches (meta-analysis; analysis of average change in population size) to evaluate the overall demo-
graphic trend. We incorporated measures of volunteer sampling efforts into analyses, to take into account
changes in detection probability. Toad abundance significantly declined in the last decade. From 2000 to
2010, 70% of populations showed a strong decline, and only 10% increased. Trends were heterogeneous
among populations, but taking into account sampling effort reduced heterogeneity by 40%. We detected
a 76% cumulative average decline of toad populations, despite an increasing mean sampling effort. The
widespread toad decline rises concern for its future, also because the causes remain unclear. Volunteer
data can be extremely useful to identify large scale population trends, if information on sampling effort
are recorded and used to adjust counts.

� 2011 Elsevier Ltd. All rights reserved.
1. Introduction

In the last two decades, a growing body of evidence has shown
that amphibians are declining at the global scale (e.g., Houlahan
et al., 2000): many populations and species have shrunk or even
disappeared at the local or regional scale (Meyer et al., 1998; Lips
et al., 2004; Griffiths et al., 2010). Knowledge of the amount and
rate of species decline, and in which populations it occurs, is para-
mount to evaluate their conservation status. For instance, observ-
ing a reduction in population size, or strong demographic
oscillations associated with small population size, are key criteria
used by the IUCN to assess whether species are threatened by
extinction (IUCN, 2001). However, documenting a decline can be
ll rights reserved.
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challenging. First, populations may undergo natural demographic
fluctuations. For instance, many amphibian populations are known
to exhibit natural demographic cycles, with strong year-to-year
variation even in absence of a true decline (Pechmann and Wilbur,
1994; Meyer et al., 1998; Green, 2003). Only observations collected
across a long time span may allow an accurate assessment of
demographic trends (Schmidt et al., 2005; Salvidio, 2009). More-
over, observations covering multiple populations across broad spa-
tial scales are needed for an exhaustive assessment of species
status (Storfer, 2003). Unfortunately, the collection of data over
large spatial and temporal scales is complex and requires time,
money, personnel, and the resources for their training (e.g., Read-
ing et al., 2010; Selonen et al., 2010; Cameron et al., 2011).

The use of volunteers can help to overcome the difficulties of
broad scale monitoring. Volunteers can be extremely useful to con-
duct biodiversity monitoring, as well as increasing public percep-
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tion and involvement toward conservation issues (Carrier and Bee-
bee, 2003; Bell et al., 2008; Schmeller et al., 2009; Sewell et al.,
2010). For instance, in Europe, at least 40,000 volunteers partici-
pated to nearly 400 independent schemes of biodiversity monitor-
ing from 2005 to 2007, 15% of which focused on the herpetofauna
(Schmeller et al., 2009). The availability of so many volunteers al-
lowed the collection of a large amount of data that could not be ob-
tained with the use of professionals only (Schmeller et al., 2009).
Nevertheless, some concern exists about the actual usefulness of
volunteer data (e.g., Genet and Sargent, 2003; Brashares and
Sam, 2005). If volunteer groups follow different monitoring proto-
cols, their data may be extremely heterogeneous. When indexes of
population abundance are collected, special care is needed to iden-
tify and control the factors influencing species detectability (e.g.,
Williams et al., 2002). Detectability can be variable across time
and space because of multiple factors, including environmental
conditions, monitoring protocols, and even because observers with
different expertise record data on different populations or during
different years (Link and Sauer, 2002; Sauer et al., 2010). It might
therefore be difficult integrating such volunteer counts to obtain
reliable information for the analyses of population trends (Link
and Sauer, 1998).

The common toad (Bufo bufo) is a widespread species, inhabit-
ing large areas of Europe and Western Asia. Although classified
as ‘least concern’ by the IUCN (Agasyan et al., 2008), analyses sug-
gested that the common toad may be declining in some European
countries (Carrier and Beebee, 2003; Schmidt and Zumbach, 2005).
Vehicular traffic causes high mortality to toads crossing roads dur-
ing breeding migrations. For this reason, in several European coun-
tries mitigation measures are established, frequently managed by
groups of volunteers (Langton, 1989; Schmidt and Zumbach,
2008). Volunteer groups sometimes rescue toads over many years,
Fig. 1. Distribution of the 33 toad populations in Italy. See Table A1
with important consequences on mortality, and can also collect a
large amount of data on the crossing individuals. Obtaining quan-
titative estimates of toad decline is difficult (Schmidt and Zum-
bach, 2005), but the availability of a large amount of data
collected by volunteers may help to achieve this task.

The aim of this study was obtaining quantitative measures of
population changes of the common toad over broad temporal
and spatial scales, through the use of volunteer data. We integrated
yearly abundance data, collected by different groups of volunteers,
on 33 Italian toad populations. For these populations, in night-time
during the migration period, volunteers walk along the stretch of
roads where the migration occurs, gathering the toads to transfer
them to the other side, and recording the number of toads crossing
the road toward the breeding site as a measure of toad abundance.
A single time series may have bias or may only represent a local
situation. However, observing a coherent trend among multiple
series collected over the same period, and representing popula-
tions spread through a wide region, may provide useful informa-
tion on the overall trend of a species (Houlahan et al., 2000).
Variation in monitoring effort across years may affect detection
probability, therefore we integrated measures of volunteers sam-
pling efforts in our analyses (Schmidt, 2004). We used the meta-
analysis approach to combine results from multiple, heteroge-
neous sources and obtain a reliable measure of the overall strength
of the demographic trend (Arnqvist and Wooster, 1995). Further-
more, we combined data from multiple populations to obtain
quantitative estimates of the overall population changes in time
using the DN method, an approach allowing the analysis of average
changes in population size (Houlahan et al., 2000). We also show
that adjusting counts with the measures of the sampling efforts
can greatly reduce data heterogeneity and improve the robustness
of conclusions.
in Supplementary material for further details on populations.
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Fig. 2. Forest plot showing the effect sizes and corresponding 95% confidence
intervals for the 30 populations analysed with meta-analysis, using Kendall’s
correlation and taking into account the sampling effort. The symbol size is
proportional to the precision of the estimates. RE model: summary estimate based
on the random-effects model, the confidence interval limits are shown by the outer
edges of the polygon. Forest plots of analyses using different approaches are
reported in Supplementary material, Figs. A1–A3.
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2. Methods

2.1. Data gathering

We considered common toad breeding sites for which abun-
dance data on at least three consecutive years were available; we
assumed that each site corresponds to one population. The authors
are responsible of several toad rescue projects involving volunteers
for several years (see Table A1 in the Supplementary online mate-
rials). Furthermore, we contacted herpetologists and volunteer
groups operating in Italy, performing toad rescue activity and col-
lecting quantitative data on toad abundance. We also examined the
available literature, including the grey literature, to obtain further
time series of toad abundance, for the period 1993–2010. None of
the populations considered was in urban or suburban areas.

For each population, in each year, we collected the following
information: number of toad rescues during their migration to
breeding sites, and sampling effort data: presence and length of
drift fences, pit-falls, and underpasses; how and when the volun-
teers operate (see Table A1). Toad rescues is the number of toads
that are transferred by volunteers toward the breeding wetlands.
The number of animals that are counted twice is probably negligi-
ble: in population #2, toads were marked individually using pit
tags, and only 1.5% of individuals crossed the road twice during
the same season (AB unpublished data). In most populations,
fences are posed along the road, to prevent unassisted toad cross-
ing. At two sites (#11 and #28) underpasses were built during
the data collection period (in 2002 and 2006, respectively). The
presence of underpasses can strongly affect toad count, thus data
collected before and after the underpass building are not compara-
ble. Therefore, for the meta-analysis we considered data collected
after the underpass construction only; for the DN method we con-
sidered data collected before and after underpass building as two
distinct time series. Results remain unchanged if these populations
are removed from the analyses.

2.2. Statistical analyses

2.2.1. Meta-analysis
We analyzed data using two different approaches. First, we

used a meta-analysis to combine data from individual populations
and assess the strength of their overall demographic trend. Meta-
analysis allows to integrate the results of multiple studies,
obtained through different data sources and with different meth-
ods, to obtain a quantitative measure of the overall strength of
the trend. As each toad population was monitored by different
people, we considered data from each population as a single
‘‘study’’. Meta-analysis was focused on the period 2000–2010.
We included in meta-analysis only populations for which at least
four consecutive years after 2000 were available, because sampling
variance (see below) can not be calculated if sample size is <4 (Har-
tung et al., 2008). Following Houlahan et al. (2000), for each popu-
lation we calculated the Kendall’s correlation coefficient between
year of monitoring and number of counted toads. We used the par-
tial correlation between year and toad count, while controlling for
sampling efforts in order to take into account potential effects of its
variation; for a few populations (Table A1) sampling effort was
constant, therefore we used Kendall’s correlation instead of partial
correlation. We converted values of Kendall’s correlation coeffi-
cient to z scores (Sokal and Rohlf, 1995; Kim and Yi, 2006) as a
measure of effect size (Viechtbauer, 2010). We then fitted a ran-
dom-effect meta-analytical model in two steps: (1) we used max-
imum-likelihood to estimate the amount of heterogeneity among
populations, s2 (Viechtbauer, 2010); (2) we estimated the average
true effect by weighted least squares. For each population i, we cal-
culated the weight w as

wi ¼ 1=ðv i þ ŝ2Þ

where vi is the sampling variance of the population (Hartung et al.,
2008, p. 22), and ŝ2 is the estimate of s2; (3) we used a two-sided
permutation test (10,000 permutations) to assess whether the aver-
age true effect is significantly different from zero (Viechtbauer,
2010). s2 (i.e., heterogeneity) is a measure of variability among
studies analogous to the standard deviation, but which takes into
account the sample size of each study (Viechtbauer, 2010), in this
case the number of years. We used the Cochran’s Q-test to assess
significance of s2 (Hedges and Olkin, 1985). In order to evaluate
whether taking effort into account can improve the results of anal-
yses and reduce heterogeneity among studies, we repeated the
meta-analysis both including and non-including sampling effort
information (see Table A1 for details on the used effort measures).

Advantages of Kendall’s correlation include robustness to outli-
ers and to non-linearity (Sokal and Rohlf, 1995). Nevertheless, to



Table 1
Results of meta-analysis evaluating the overall trend of populations for the period 2000–2010. Comparison of results obtained taking and non-taking into account the sampling
effort.

Model Effect size Heterogeneity

Mean weighted value SE P ŝ2 SE Q df P

Without sampling effort �1.30 0.34 0.0008 3.26 0.91 662.4 29 <0.0001
With sampling effort �1.32 0.28 <0.0001 2.06 0.60 427.8 29 <0.0001

ŝ2: Heterogeneity estimate.
Q: Cochran’s Q-test value.
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assess whether our conclusions are affected by the choice of the
correlation coefficient, we also repeated analyses using Pearson’s
correlation. Standard correlations assume independence of residu-
als; this assumption is not always met in time series analyses. We
therefore used Durbin Watson statistic to evaluate autocorrelation
of residuals (Fox, 2002). Only 6% of Durbin Watson tests was signif-
icant at a = 0.05, and none was significant after sequential Bonfer-
roni correction, suggesting that autocorrelation did not bias our
results. Furthermore, we calculated Moran’s I to test whether effect
sizes are affected by significant spatial autocorrelation. This test al-
lows to evaluate if the decline is idiosyncratic of some particular
region, or general within the study area (Rangel et al., 2010).

2.2.2. Analysis of average change in population size: DN method
Second, we used the DN method to combine measurements of

population change across multiple populations, to estimate the
’’average’’ change in population size over time, and test for an over-
all trend in population size (Houlahan et al., 2000). In this analysis,
we considered all populations with data for at least three consec-
utive years. For each population with abundance N in year t, we
calculated DN = log(N + 1)t+1 � log(N + 1)t for successive yearly
intervals. We then calculated

DN �
Xn

i¼1

DN

 !,
n

based on all populations (n) for which data for the time interval
(t, t + 1) are available. This procedure was repeated for each year
from 1993 to 2010; the annual averages were used to compute
the cumulative average change (Houlahan et al., 2000). Sampling ef-
fort was not constant over time, therefore for each population we
calculated DEffort as the difference in effort between consecutive
years. Measures of effort were highly variable among studies,
including rank scales, number of volunteer/hours and length of drift
fences (Table A1). For each population, effort was scaled to mean = 0
and variance = 1. We then visually compared the plots of DN,
DEffort, and sample size, to assess whether average population
trend may be related to changes in sampling effort/sample size.
Other methods proposed to estimate DN, such as least squares (Al-
ford et al., 2001), can not be applied reliably to our dataset because
some populations went extinct during the period (determining neg-
ative estimates of N) and not all populations were monitored during
all years (determining a large number of missing values) (Houlahan
et al., 2001). We performed analyses in R (www.r-project.org) using
the package metafor (Viechtbauer, 2010), and the function pcor to
perform partial correlation and transform correlation coefficients
to z (Kim and Yi, 2006). We analyzed spatial autocorrelation in
SAM 4.0 (Rangel et al., 2010).
3. Results

We collected data on 33 toad populations (Table A1), spread
across Central and Northern Italy (Fig. 1); time series covered peri-
ods ranging from three to 18 years (average 8.5). Data correspond
to a total of 1,042,966 toad rescues.
3.1. Meta-analysis

The majority of populations declined during the period
2000–2010. After taking into account sampling effort, 21 out of
30 populations showed a strong decline, while only three showed
an increase during this period (Fig. 2). Results obtained not taking
into account sampling effort were similar (22 declining and four
increasing populations) (Fig. A1). The toad rescue protocols and
the volunteer groups were different among the few increasing pop-
ulations, therefore it is unlikely that results are affected by the data
collection method.

The mean weighted effect size was significantly below zero,
indicating an overall decline of populations (Table 1). The results
obtained taking and non-taking into account sampling effort were
similar (Table 1, Fig. A1). The Cochran test showed a significant
heterogeneity of trends among populations (Table 1). Among-pop-
ulation heterogeneity was particularly high if sampling effort was
not taken into account; heterogeneity was 40% lower when sam-
pling effort was included into the model. Using Pearson’s correla-
tion instead than Kendall’s correlation provided similar results
(Table A2, Fig. A2–A3). Effect sizes were not spatially autocorrelat-
ed (Moran’s I = �0.16, P = 0.18) indicating that the decline was not
idiosyncratic to one particular region.

3.2. Overall demographic trend

By pooling the data from all 33 populations together using the
DN method, we quantitatively evaluated the overall trend of pop-
ulations for the period 1993–2010. Apparent increases, i.e. average
annual trend ± SE > 0, occurred several times during the 1990’s
(e.g., in 1995 and in 1999, Fig. 3a), and corresponded to years in
which sampling efforts substantially increased (Fig. 3b). A strong
overall decline, i.e. average annual trend ± SE < 0, was evident in
2004 and for the period 2007–2010, despite sampling effort re-
mained high during these years (Fig. 3). For the period 2000–
2010, there was a 76% cumulative average decline of populations,
despite an increasing mean sampling effort (+0.89).
4. Discussion

Long term and broad scale demographic data are needed for a
correct assessment of species’ conservation status. Despite multi-
ple global reports of amphibian declines, quantitative long term
data remain limited (Schmidt et al., 2005; Bell and Pledger,
2010). We combined volunteer data to show a widespread, dra-
matic decline of the common toad in Italy, particularly during re-
cent years.

A simultaneous decrease over such a large area is unlikely to be
caused just by natural fluctuations. The combination of multiple
time series through the DN method indicates a 76% decline during
the last decade; this decline was not biased by the effect of one or a
few populations, but was consistent across the whole study area
(Fig. 2). According to the IUCN criteria, species experiencing popu-
lation size declines >50% per decade or in three generations should
be categorized as ‘‘endangered’’ (IUCN, 2001); therefore our data

http://www.r-project.org
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Fig. 3. (a) Average trend of all common toad populations monitored (DN); (b) average trend in sampling effort; (c) number of populations included in the analysis. Error bars
represent SE. In (a) and (b), values below zero indicate declines, values above zero indicate increases.
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would suggest to reclassify the status of this species, at least at the
national level. Nevertheless, the species remains abundant at local
scale, with several populations counting thousands mature indi-
viduals. It has been proposed that the rigid application of IUCN cri-
teria to widespread species might be misleading, as declining
species with large ranges and abundant populations may be classi-
fied as threatened despite it is unlikely that species will disappear
in the near future (Mrosovsky, 2003). On the other hand, such a
dramatic decline over a few generations (see Cvetković et al.,
2009) rises strong concern for the future of the species, as many
populations have declined or went extinct in less than one decade.
For example, population #10 counted nearly 6000 individuals in
2004, while it is currently extinct; similarly, population #17 de-
clined from >3000 toads during 2000–2005, to less than 700 in
2009–2010 (see Table A1 and Fig. 1 for details).

It is difficult to identify the causes of such a widespread de-
crease; we therefore expect that the decline will continue in
the next future. The concern for this species is even higher, as anal-
ogous trends are ongoing also in other countries (Carrier and Bee-
bee, 2003; Schmidt and Zumbach, 2005). The common toad occurs
in many modified habitats, nevertheless several factors may nega-
tively affect its populations, including habitat loss, fragmentation,
chytridiomycosis, road mortality, pollution and climate change
(Ficetola and De Bernardi, 2004; Reading, 2007; Agasyan et al.,
2008); joint effects of multiple factors are also possible. Future
studies are required to identify the drivers of toad decline.

Our data have some limitations. We analyzed a non-random
sample of Italian toad populations: we selected them on the basis
of availability of continuous time series, and we considered only
rescued populations that live close to roads. On the one hand,
the action of volunteers is expected to reduce road mortality. Actu-
ally, if road mortality negatively influences populations, an even
sharper decline is possible in randomly selected, non-rescued pop-
ulations, living in analogous habitats. On the other hand, even if
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none of our populations is located in suburban areas, they live
nearby to human settlements and might therefore be not represen-
tative of populations in pristine environments. Nevertheless, it
should be remarked that ‘‘pristine’’ areas are nearly absent in Italy.
For instance, only 14% of the Italian territory is more than 5 km
away from urban settlements, and the percentage is even smaller
at low altitudes (Ferroni and Romano, 2009). Therefore, our popu-
lations are probably representative of a broad scale pattern, but the
species might be particularly threatened in the most human dom-
inated areas (Carrier and Beebee, 2003; Sutherland et al., 2010). Fi-
nally, we considered the total number of toads counted during
breeding migrations, which is not the population size. Neverthe-
less, we employed indexes of abundance comparable across years
within each population (Reading et al., 2010): adjusting counts
for sampling effort allows to overcome the major drawbacks con-
cerning the variations of detection probability (Schmidt, 2004).

The use of meta-analysis allowed us to combine data obtained
from multiple sources, and detected strong heterogeneity of trends
among populations. Heterogeneity can arise because populations
actually have different trends (e.g., because of environmental dif-
ferences), or because of variation in sampling protocols. For in-
stance, in some cases apparent trends can be simply explained
by variation in sampling efforts (e.g., overall increase in 1995 and
1999; Fig. 3). The incorporation of factors determining observation
error into population models increases the accuracy of results (De
Valpine and Hastings, 2002): the integration of sampling effort into
analyses reduced among-populations heterogeneity (Table 1),
improving the reliability of estimates. When volunteers are em-
ployed in biodiversity monitoring schemes, the use of well defined
protocols is extremely important to obtain reliable data (Schmeller
et al., 2009). On the other hand, volunteers sometime work using
non-systematic approaches, and the coordination of protocols
across multiple populations may be not feasible. Nevertheless,
even if the mean detection probability of toads varies in time or
among populations, multiple information (e.g., spatial and tempo-
ral extent of monitoring; numerical efforts) can be recorded, being
useful to adjust counts in post hoc analyses that were not the pri-
mary aim of volunteer activities. Volunteers can also collect addi-
tional data (e.g., extent of road mortality, habitat transformation,
or samples for disease analyses), helping to identify the causes of
toad decline. Finally, volunteer data may be even more heteroge-
neous than in this study case, thereby posing new challenges to
data analysis. If groups collect different indexes of abundance,
more complex methods are required to estimate population trends,
such as the Bayesian hierarchical framework proposed by Link and
Sauer (2002) for North American bird monitoring.

Volunteers can be an invaluable resource for both conservation
science and for practical conservation actions. First, volunteer
activities can have positive effects on species and ecosystems. For
instance, they can increase survival, and help to build structures
for the mitigation of negative effects of human infrastructures. Vol-
unteer direct involvement may also increase public awareness and
interests toward conservation issues (Newman et al., 2003). Fur-
thermore, volunteers can collect huge amount of valuable data
on animal populations, that can be used to analyze the ongoing
processes such as long term demographic trends, if collected using
appropriate protocols. A tight collaboration among scientists, man-
agers and volunteers can be extremely fruitful for conservation.
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